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R8.7 Human Metapneumovirus R8.6 AMREXR 1% BIREER R
R8.7 Rhinovirus sp. R8.6 AMREXX 6% 5 SRR
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R8.7 Rhinovirus sp. R8.7 ARIEEL 175% S SEENE
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R8.7 Rhinovirus sp. R8.6 S ERER 3% 5 Sit
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R8.7 Adenovirus 1 R8.6 ERER 25% 5 &t
R8.7 Human Metapneumovirus R8.6 ERARZ2—FDA LR % 3% E: 8t
Adenovirus 2
R8.7 R8.6 At ERER 5% S &t
Rhinovirus sp.
R8.7 Parainfluenzavirus 3 R8.6 [EXR 15 E:S it
R8.7 Parainfluenzavirus 3 R8.7 KB X it ¢ 25% 3 it
R8.7 Human Metapneumovirus R8.7 AEESER 1% 5 8t
R8.7 Adenovirus 2 R8.6 REMERBREL A k=S LEEEERAY:
R8.7 Adenovirus 89 R8.6 LEEER kS 1% k=S LEEEERAY:
R8.7 Norovirus GII .4 R8.6 BEMERX(/A) 1% k=S #iE




R8.7 Norovirus GII .4 R8.6 FEMBEX (/D) 1% e #uE
R8.7 Norovirus G I .4[P16] R8.6 FEMBEX (/D) 2% = #uE
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