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R8.6 Rhinovirus sp. R8.4 SHESER 5% E2 SIRERE
R8.6 Rhinovirus sp. R8.4 AEERER 1% z BFEELE
R8.6 Human Metapneumovirus R8.4 A sk 25 % SIETERLE

SARS-CoV-2(7"/ LEMTHIE TNBE)
R8.6 SARS-CoV-2(RC.1) R8.4 S ESER 7R 3 SFERE
- SARS-CoV-2(%7/ LT #I FE T 8E) Re5 PP - % ST
Adenovirus not typed
R8.6 SARS-CoV-2(%"/ LB HT ¥ FE FHE) R8.5 BB R RIE 4% EE TREE LK
R8.6 Human Metapneumovirus R8.5 AMERERX 5% z EEEER
R8.6 Rhinovirus sp. R8.5 ALK EX 5% 5 SIRER VR
R8.6 Rhinovirus sp. R8.5 SEIREE & 107% E:} IHEEHLVE
R8.6 Adenovirus 1 R8.5 AMERER 4% % SEEHNE
R8.6 Rhinovirus sp. R8.5 =LA REED 12i% 2] BIRERVE
Rhinovirus sp.
R8.6 R8.5 S ESER 1% = SIRGER R
Adenovirus 1
R8.6 Rhinovirus sp. R8.5 2 ERER 125% = SIRER K
R8.6 Rhinovirus sp. R8.5 AMLREX 2% = BFER0E
R8.6 SARS-CoV-2(SS.2) R8.5 COVID-19% 3 fE 9% = SIRGER R
R8.6 Rhinovirus sp. R8.5 S ESER 4% E: SIRER K
R8.6 Human Metapneumovirus R8.5 SHEIREE & 145% z BIREERLVE
R8.6 Rhinovirus sp. R8.5 AMERER 15% E} SRR ER
R8.6 Rhinovirus sp. R8.5 AMLREX 1148 = BFERLE
R8.6 Rhinovirus sp. R8.5 SHELTER % 2 SIRER K
R8.6 Human Metapneumovirus R8.5 AEERERX 147% © BIRERLVE
R8.6 Human Metapneumovirus R8.5 TREX 94 A E: 8t
R8.6 Parainfluenzavirus 1 R8.5 S ESER 2% E: 8t
R8.6 Rhinovirus sp. R8.5 SHELTER 15 2 gt
R8.6 Rhinovirus sp. R8.5 ERE 2% z gt
R8.6 Rhinovirus sp. R8.5 B R R RERELY 158 = 8t
R8.6 Rhinovirus sp. R8.5 SHELTER 64 A 2 gt
Parainfluenzavirus 3
R8.6 R8.5 SHEREIR 15 2 gt
Rhinovirus sp.
Parainfluenzavirus 3
R8.6 R8.5 SPEIREE % 5% 5 git
Rhinovirus sp.
R8.6 SARS-CoV-2(SS.2) R8.5 SMESER 2i% 5 git
R8.6 Parainfluenzavirus 1 R8.5 SMESER 2i% = git
R8.6 Rhinovirus sp. R8.5 SMREER, hER 5% 2 8t
R8.6 Rhinovirus sp. R8.5 S, PEX 5% 2 git
R8.6 Adenovirus 41 R8.5 A2 1 L ARG % 104 A 2 #E
R8.6 Rhinovirus sp. R8.5 Bl &R 2t 467% 7 SRR




R8.6 Human Metapneumovirus R8.5 SRR 207% 5 SRR
R8.6 Rhinovirus sp. R8.5 SRR 521% x SRR
R8.6 SARS-CoV-2(SS.2) R8.5 COVID-19R%4E 637% z SRR
R8.6 Norovirus GII .4 R8.5 /8794)LR 5% 3 #HE
R8.6 Astrovirus 1 R8.5 /8794)LR 7 A E2 #EE
R8.6 Human Metapneumovirus R8.5 EbAZ=21—F 15 z SHVE
R8.6 Human Metapneumovirus R8.5 EbAZ=21—F 3% 3 SEHNE
R8.6 Coxsackievirus A6 R8.5 FROK 7% z KERNE
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