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R7.8 Rhinovirus sp. R7.7 2MNREER 18 B BIREER R
R7.8 Parainfluenzavirus 3 R7.7 ALESER 84 A xz SIRERH LK
R7.8 Rhinovirus sp. R7.7 AMERER 2% B BIREER R
R7.8 Rhinovirus sp. R7.7 A MEIREE R 1% B BIRGEHLE
R7.8 Adenovirus 6 R7.7 S SIREE 1% = BIRTER R
R7.8 Echovirus 18 R7.7 SMEREER 4% B BIRTER R
R7.8 Parainfluenzavirus 4 R7.7 SMEREE R 1% = BIRGEHLE
R7.8 Parainfluenzavirus 4 R7.7 SMEIRTE % 2% x IREEHIL VR
Echovirus 18
R7.8 RSvirus B R7.7 AMERER 4% B BIRGEHLE
R7.8 RSvirus B R7.7 S ERE K MEER 3% %= BIRTER R
R7.8 Rhinovirus sp. R7.7 SMIRER 97 A = BIRGEHLE
R7.8 Parainfluenzavirus 2 R7.7 EEEN o 657% % IREEHIL VR
R7.8 RSvirus B R7.7 ARIZELY 158% %z IREEL VR
R7.8 Parainfluenzavirus 3 R7.6 SEXR Mm% 24 R x THEBHLL VR
R7.8 Parainfluenzavirus 4 R7.6 A% 178 x THEBLL VR
R7.8 Rhinovirus sp. R7.7 TRE R 1% - TREEL VR
R7.8 Parainfluenzavirus 4 R7.7 EREX 3v A 5 THEBLL VR
Parainfluenzavirus 3
R7.8 R7.7 II—TIERE 5% £z TREEL VR
Rhinovirus sp.
R7.8 Rhinovirus sp. R7.7 TRE R 64 A x TREEL VR
R7.8 Rhinovirus sp. R7.7 TRE R 1% = TREEL VR
Parechovirus 5
R7.8 R7.7 [EXR 15% - TREEL VR
Rhinovirus sp.
R7.8 RSvirus A R7.7 TRE R 1% = TREEL VR
R7.8 Parainfluenzavirus 4 R7.7 K[EXK, FE# 5% £z TREEL VR
R7.8 Rhinovirus sp. R7.7 EREH 1% B TREEIL VR
R7.8 Parainfluenzavirus 4 R7.7 FRaER 15% z THEEIK L V&
R7.8 Rhinovirus sp. R7.7 AMSRER 148 £ TREEIL VR
R7.8 Révirus A R7.7 RSV ZE 1% % TREEIL VR
Parechovirus 5
R7.8 Parainfluenzavirus 3 R7.7 hE % 15% 5 THEEIK L V&
R7.8 RSvirus B R7.7 RS A JLAMHEE % 548 8 TREEHKL VR
R7.8 Parainfluenzavirus 3 R7.7 TSER 107 A kg TREE LV
Parechovirus 5
R7.8 R7.7 R 5% £ TREEHL VR
Human rhinovirus/enterovirus
R7.8 RSvirus A R7.7 FE#% 5% %z TREEHL VR
R7.8 RSvirus A R7.7 RSUAIILAGRER 2% 3% = TREEHL VR
R7.8 Rhinovirus sp. R7.7 SEX® 3% z THEEH LR
R7.8 RSvirus A R7.7 RSVAIARER 2% 15% = LEEEERAAY:
Parainfluenzavirus 3
R7.8 R7.7 AMREXH 1147 A = TREEHL VR
Rhinovirus sp.
R7.8 Parainfluenzavirus 4 R7.7 i 1% L) TREE LV
R7.8 Rhinovirus sp. R7.7 ERER 15% z THEEH LR
R7.8 Parainfluenzavirus 3 R7.8 SEX® 2i% L) TREE LV
R7.8 Rhinovirus sp. R7.8 LRER 2% z THEEH LR
R7.8 SARS-CoV-2(%7"/ L\FEHTHITE T HE) R7.7 ERMERS 15% = LEEEERAAY:




R7.8 RSvirus A R7.7 RS A JL AR 2i% 3 THEEHL VR
R7.8 Révirus A R7.7 RS A JL AR 27R 8 TREEHL VR
Rhinovirus sp.
Adenovirus 5 _ 5
R7.8 R7.7 HEEHERE S 1478 3 TREEHL VR
Rhinovirus sp.
R7.8 RSvirus A R7.7 RSAILRA 2i% 3 THEEHL VR
R7.8 RSvirus A R7.7 RS A JL AR 2% 3 THEEHL VR
R7.8 RSvirus B R7.7 RS A JL AR 3% x TREEHL VR
R7.8 RSvirus B R7.7 RS A JL AR 47 R = TREEHKL VR
R7.8 Adenovirus 1 R7.8 HEEHERE S 5% %z TREEHL VR
Rhinovirus sp.
R7.8 Révinus B R7.8 RS™ A L R B 5E 1% 2| WEHLE
Adenovirus 6
R7.8 Adenovirus 6 R7.8 IREEHEIREN (7T /) 3 = THEEK LV
R7.8 RSvirus A R7.8 RS A JL AR 25% B THEEHL VR
R7.8 Rhinovirus sp. R7.7 NFHEE % 9% A 3 TREEHKL VR
R7.8 Parainfluenzavirus 3 R7.7 AHELTER, BEk 15% k] THEEK L V&
R7.8 Human rhinovirus/enterovirus R7.7 ALETER 3% 5 TREEHL VR
R7.8 RSvirus A R7.7 RS LA 1148 3 THEEHL VR
R7.8 Rhinovirus sp. R7.7 ERER 3% 3 THEEHIL VR
R7.8 Rhinovirus sp. R7.7 TREX 9% E: IREEHLVR
R7.8 SARS-CoV-2(NB.1.8.1) R7.7 FEROOF VAN RRBREE 527% 5 TREEIKL VR
R7.8 SARS-CoV-2(PQ.13) R7.7 FEROOF VAN RRBREE 7% 5 TREEIKL VR
R7.8 RSvirus B R7.7 S ERER 135 E: IREEHLLVR
R7.8 SARS-CoV-2(NB.1.8.1) R7.7 FEROOF VAN RRBREE 527% 5 TREEHKL VR
R7.8 SARS-CoV-2(NB.1.8.1) R7.7 FEROOF VAN RRBREE 127% 8 TREEHKL VR
R7.8 SARS-CoV-2(PQ.2) R7.7 FEROOF VAN RRBREE 297% 8 TREEHKL VR
R7.8 SARS-CoV-2(%"/ L fRHT I TEFEE) R7.7 FEROOF VAN RRBREE 375 E: IREEHLVR
R7.8 SARS-CoV-2(%"/ L fR#T I TEFEE) R7.7 S ERER 365% = IREEHLVR
R7.8 SARS-CoV-2(PQ.4) R7.7 FEROOF VAN RRBREE 455% 8 TREEHKL VR
R7.8 Rhinovirus sp. R7.7 S ERER 365% = IREEHLLVR
R7.8 RSvirus A R7.7 RSV 1% = TREEHKL VR
R7.8 SARS-CoV-2(%7"/ L\fEHT I FE T BE) R7.7 COVID19 15 8 TREEHKL VR
R7.8 Adenovirus | R7.7 7T/ 97 A = TREEHKL VR
Rhinovirus sp.
R7.8 RSvirus A R7.7 RSV 28% = TREEH LR
R7.8 Astrovirus 4 R7.7 ATV AERE 4% 8 #E
R7.8 Adenovirus 2 R7.7 SAMERELR ARETVNAER 2% £ TREEHL VR
R78 Sabovinus G 1 R7.7 At ERiEE, AREFONAER 28 B %
Adenovirus 2
R7.8 Parainfluenzavirus 4 R7.7 BTN 35 R E 225% 5 TREE LV
R7.8 SARS-CoV-2(NB.1.8.1) R7.7 COVID19 158% = TREEHKL VR
R7.8 SARS-CoV-2(PQ.2) R7.7 COVID19 297% £ TREEHL VR
R7.8 Rhinovirus sp. R7.7 ARI 27i% B TREE LV
R7.8 Parainfluenzavirus 4 R7.7 ARI 307% L) TREE LV
R7.8 RSvirus B R7.7 ARI 637% B IREEHILVR
R7.8 Rhinovirus sp. R7.7 ARI 435% z TREE LV
R7.8 Parainfluenzavirus 3 R7.7 ARI 567% L) TREE LV
R7.8 SARS-CoV-2(NB.1.8.1) R7.7 COVID19R% 4 605% = IREEHILVR
R7.8 SARS-CoV-2(NB.1.8.1) R7.7 COVID19 475 £ IREEHILVR
R7.8 Rhinovirus sp. R7.7 FROK 1% z THEEH LR
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